Table1. A list of published siRNAs sequences and their off-targets revealed by CRM algorithm.
	Target gene IDs
	Designed siRNA sequence
	Genes off-targeted
	Sequence off-targeted and length of overlapping kernel target
	Reference

	gi:22035683

 NM_001657.2

 Amphiregulin

 (AREG)
	CCACAAATACCTGGCTATA
	gi:56676309  NM_002601.2 

Phosphodiesterase 6D (PDE6D)
	CCACAAATACCTGGC (15 nt)
	Gschwind et al., 2003 

	
	
	gi:13435358  NM_001923.2

damage-specific DNA binding protein XPE (DDB1)
	ACAAATACCTGGCTAT (16 nt)
	

	gi:6912241 NM_012096.1 

DIP13alpha

(APPL)
	GTGCAGCAACACACCTGAC


	gi:4505234  NM_002435.1

mannose phosphate isomerase (MPI)  
	GCAGCAACACACCTGA (16 nt)
	Liu et.al.,  2002 

	gi:59814246 NM_001211.1

spindle checkpoint kinase

 (BUB1B)
	CGGGCATTTGAATATGAAA


	gi:39812281 NM_004134.4  

heat shock 70kD protein 9B (HSPA9B)
	GCATTTGAATATGAA (15 nt)
	Ditchfield et al., 2003

	
	
	gi:21729894 NM_145160.1 

MAPK/ERK kinase 5

(MAP2K5) transcript variant A
	
	

	
	
	gi:21729896 NM_145161.1 

MAPK/ERK kinase 5

(MAP2K5) transcript variant C
	
	

	
	
	gi:21729893 NM_002757.2 

MAPK/ERK kinase 5

(MAP2K5)  transcript variant B
	
	

	gi:33457353 NM_001188.2

BCL2-antagonist

 (BAK1)
	TGAGTACTTCACCAAGATT


	gi:58331149 NM_016640.3 mitochondrial ribosomal protein S30  (MRPS30)  
	AGTACTTCACCAAGA (15 nt)
	Ohtsuka et al.,  2004 



	gi:22035621 NM_145183.1 

PYD and CARD domain containing

(PYCARD)
	GATGCGGAAGCTCTTCAGT
	gi:5032032

 NM_005777.1

RNA binding motif protein 6 (RBM6)   
	ATGCGGAAGCTCTTC (15 nt)
	

	
	
	gi:21314777  NM_001319.5

casein kinase 1, gamma 2  (CSNK1G2)  
	TGCGGAAGCTCTTCA (15 nt) 


	

	
	
	gi:55743068   NM_001676.3 

H+/K+ transporting ATPase subunit alpha 2  (ATP12A)
	
	

	gi:23397667 NM_005719.2 (ARPC3)
	GAATGAAGCTGATAGGACC
	gi:13514808  NM_004660.2

DEAD box protein (DDX3Y)
	ATGAAGCTGATAGGA (15 nt)
	Harborth et al., 2001 

	gi:5453819

NM_006185.1 nuclear mitotic apparatus protein  (NUMA1)
	GGCGTGGCAGGAGAAGTTC
	gi: 34328901 NM_080548.2   

 protein tyrosine phosphatase, non-receptor type 6 (PTPN6), transcript variant 2  
	GGCGTGGCAGGAGAA (15 nt)
	

	gi: 4557552   NM_000117.1   Emery-Dreifuss muscular dystrophy (EMD)
	CCGTGCTCCTGGGGCTGGG
	gi: 13375694  NM_024537.

protein FLJ12118
	GCTCCTGGGGCTGGG (15 nt)
	

	
	
	gi: 51492948 XM_379517.2 

protein LOC401399  
	TGCTCCTGGGGCTGGG (16 nt)
	

	
	
	gi: 51466488  XM_380142.2  

protein LOC402591 
	
	

	gi: 27436950   NM_032737.2 lamin B2 (LMNB2)  
	GAGGAGGAGGAAGCCGAGT
	gi: 55749733 NM_020802.1 

protein KIAA1377
	GAGGAGGAGGAAGCCG (16 nt)
	

	
	
	gi: 7706189 NM_016642.1 

 spectrin, beta, non-erythrocytic 5 (SPTBN5)  
	GAGGAGGAGGAAGCC (15 nt)
	

	
	
	gi: 14140235 NM_014227.1  

low affinity glucose cotransporter

 (SLC5A4)  
	
	

	
	
	gi: 39930526 NM_003283.3 

slow sceletal  troponin T1, (TNNT1)  
	
	

	
	
	gi: 34222365 NM_024101.4 

melanophilin (MLPH)  
	
	

	
	
	gi: 23110926 NM_002799.2

 proteasome subunit beta 7 (PSMB7)  
	
	

	gi: 27436947   NM_170708.1     lamin A/C (LMNA), transcript variant 3  
	CTGGACTTCCAGAAGAACA
	gi: 57164949

 NM_177531.3  polycystic kidney and hepatic disease 1 -like 1 (PKHD1L1)  
	CTGGACTTCCAGAAGA (16 nt)
	

	
	
	gi: 34147426  NM_032486.2

 dynactin 4  (DCTN4)  
	ACTTCCAGAAGAACA (15 nt)
	

	
	
	gi: 47078293  NM_001100.3

 skeletal muscle actin alpha (ACTA1)  
	
	

	gi: 5016088   NM_001101.2     actin, beta (ACTB)  
	TGAAGATCAAGATCATTGC
	gi: 51460801 XM_496601.1 

 actin-like protein FKSG30  
	TGAAGATCAAGATCATTGC (ALL)
	

	gi:5453622 NM_006314.1

regulator of RAF in the MAPK pathway

(CNKSR1)
	GAGCTGCTGGAACAGAAG


	gi:4503612  NM_001988.1

envoplakin (EVPL)
	GGAGCTGCTGGAACAG(16 nt)
	Jaffe et al., 2004 



	
	
	gi:32563557  NR_001555.1

Golgi autoantigen  (GOLGA2LY) 
	
	

	
	
	gi:57012334  NR_002195.1

Golgi autoantigen  (LOC401634)
	
	

	
	
	gi:57164976 NM_001008656.1 Treacher Collins syndrome protein (TCOF1) transcript variant 1
	GAGCTGCTGGAACAG (15 nt)


	

	
	
	gi:57164974 NM_000356.2  Treacher Collins syndrome protein (TCOF1) transcript variant 2
	
	

	
	
	gi:51493388 XM_372707.2

Protein similar to IL-3 regulated nuclear factor (LOC390880)
	
	

	
	
	gi:41147634 XM_371933.1 

inhibitory subunit 9A of the protein phosphatase 1 (PPP1R9A)
	
	

	
	
	gi:41148005 XM_374491.1

inhibitory subunit 9A of the protein phosphatase 1 (PPP1R9A)
	
	

	gi:21361698 NM_020126.3 

sphingosine kinase 2
(SPHK2)
	GCTGGGCTGTCCTTCAACCT


	gi:55925603 NM_025010.2 

Kelch-like 18 (KLHL18)
	GGGCTGTCCTTCAACC (16 nt)


	Okada et al., 2005 



	
	
	gi:58293782  NM_001010978.2 low density lipoprotein receptor class A domain containing 1 (LDLRAD1)
	GCTGTCCTTCAACCT (15 nt)
	

	gi: 14165285

NM_015178.1 

deleted in breast cancer 2

(RHOBTB2)
	GAGATGGCAGAAGATCCTC


	gi:  56549090 NM_018844.2

B-cell receptor-associated protein 29 (BCAP29) transcript variant 2
	GAGATGGCAGAAGAT (15 nt)
	Siripurapu et al., 2005

	
	
	gi:  56549092 NM_001008405.1

B-cell receptor-associated protein 29 (BCAP29) transcript variant 1
	
	

	
	
	gi:  56549094 NM_001008406.1

B-cell receptor-associated protein 29 (BCAP29) transcript variant 3
	
	

	
	
	gi:  56549098 NM_001008407.1

B-cell receptor-associated protein 29 (BCAP29) transcript variant 3
	
	

	
	
	gi:  25777611 NM_002809.2 

B-cell receptor-associated protein 29 (PSMD3)
	
	

	gi:4506434 NM_000321.1

retinoblastoma suppressor

(RB1) 
	GTTGATAATGCTATGTCAA
	gi:4506434 NM_000321.1

baculoviral IAP repeat-containing 3 (BIRC3), transcript variant 1
	GATAATGCTATGTCA (15 nt)
	Semizarov et al., 2004



	
	
	gi:33946284 NM_182962.1 baculoviral IAP repeat-containing 3 (BIRC3),

transcript variant 2
	
	

	gi:4506434 NM_000321.1

retinoblastoma suppressor

(RB1)
	ACTCTCACCTCCCATGTTG
	Gi:48255958 NM_001001396.1

Ca++ ATase sununit  (ATP2B4), transcript variant 2
	ACTCTCACCTCCCAT (15 nt)
	

	
	
	Gi:48255956 NM_001684.3

Ca++ ATase sununit  (ATP2B4), transcript variant 1
	
	

	
	
	Gi:17318573 NM_002272.1 keratin 4 (KRT4)
	CTCTCACCTCCCATG (15 nt)
	

	gi:4506434 NM_000321.1

retinoblastoma suppressor

(RB1)
	CACCCAGGCGAGGTCAGAA
	Gi:47132618 NM_000223.2

keratin 12 (KRT12)
	CCCAGGCGAGGTCAG (15 nt)
	

	gi:56699487

NM_006312.2

nuclear receptor co-repressor 2 (NCOR2) 
	AAGGGTATCATCACCGCTG
	gi: 51471451 XM_378413.2

 protein LOC400128 
	GTATCATCACCGCTG (15 nt)
	Johnson et al., 2006

	gi:37595561

NM_004554.3  calcineurin-dependent  nuclear factor of activated T-cells cytoplasmic 4 (NFATC4) 
	AAGTGAGTGAGATCATTGG
	gi:31341698 NM_178562.2 protein MGC50844 
	AAGTGAGTGAGATCAT (16nt)
	Zhang et al., 2005

	gi: : 4505058 NM_002354.1 tumor-associated calcium signal transducer 1 (TACSTD1), Ep-Cam
	CTACAAGCTGGCCGTAAAC
	gi: 41352698 NM_015836.2

Tryptophanyl tRNA synthetase 2 (mitochondrial) (WARS2)
	CTACAAGCTGGCCGT (15 nt)
	Osta et al 2004 

	gi: 21464104 NM_003403.3

transcription factor YY1 (YY1)
	GATGATGCTCCAAGAACAA
	gi: : 25168264  NM_013257.3

 Serum/glucocorticoid regulated kinase-like (SGKL), transcript variant 1
	GATGCTCCAAGAACAA (16 nt)
	Gronroos et al., 2004

	
	
	gi: 25168266  NM_170709.1

 Serum/glucocorticoid regulated kinase-like (SGKL)  transcript variant 2
	
	

	gi:  36287059 NM_182709.1

60 kDa HIV-1 Tat interacting protein (HTATIP)
	ACGGAAGGTGGAGGTGGTT
	gi:  41350205  NM_020184.2

Cyclin M4 (CNNM4)
	GGAAGGTGGAGGTGG (15 nt)
	Legube et al., 2004

	Gi:  51242951 NM_007283.5

monoglyceride lipase (MGLL)
	AGTGCTCAACCTTGTGCTG
	gi: 7706422 NM_016199.1

LSM7 homolog associated  with U6 small nuclear RNA (LSM7)
	CTCAACCTTGTGCTG (15 nt)
	Dinh et al., 2004


